Figure 1 



SEQ ID NO: 2 
SEQ ID NO: 4 
SEQ ID NO: 6 
SEQ ID NO: 8 
SEQ ID NO: 17 
SEQ ID NO: 18 
SEQ ID NO: 19 



MGQ-CYGKGASGRTADDEGGVVTEHQS PPPANGLPSTPPRQQAQAQAQQVGTPRRRGSKS 



MGNTCVGPSITMNGFFQSVSTAL-WKTPQEGDALPAAANGPGGPAGA GSQS 

MGQ-CYGKARGASSRAD HDADPSGAG- S VAP PS PLPANGAPL PAT PRRH — KS 

MGI-CHGKPVEQQSKS LPVSGETNEAPTNSQPPAK 



SEQ ID NO: 2 
SEQ ID NO: 4 
SEQ ID NO: 6 
SEQ ID NO: 8 
SEQ ID NO: 17 
SEQ ID NO: 18 
SEQ ID NO: 19 



SEQ ID NO: 2 
SEQ ID NO: 4 
SEQ ID NO: 6 
SEQ ID NO: 8 
SEQ ID NO: 17 
SEQ ID NO: 18 
SEQ ID NO: 19 



-TPGVA-WPSPYPSGGASPLPAGVSPSPA RSTPRRFFKRPFPP 

NPSXLPSWFKNSPSSNSNPSSXPLXIFKXPFPP 



ALPKPASDVHHVAVQSEAPEPVKI AAYHSEPAPAVRSEAPEPVKIAASHSE PA 

GSTTPVHH-HQAATPGAAAWPSPYPAGGAS PLPAGVSPSPA RSTPRRFFKRPFPP 

SSGFPFYSPSPVPSLFKSSPSVSSSVSSTPLRIFKRPFPP 

121 180 

p p VKRVS SAGLL VGS V 

PSPAKHIKATLAKRLGGGKPKEGTIPEEGGVGAGGGGG GAADGAET ERPL DKT 

PSPAKHIRALLARXHGSVKPNEASIPE ASXCELGLDKS 

PMAAKP GGAAANAS PS PS PRPRPQVKRVSSAGLLLGS V 

PSPAKHIKAT LAKRLGGGKPKEGTIPEEGGAGAGAGAGAGAGAAVGAADSAEADRPLDKT 
PSPAKHIRAFLARRYGSVKPNEVSIPE GKECEIGLDKS 
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19 



LKRRTENLKDKYSLGRRLGQGQFGTTYLCVERAT GKEFACKSILKX-LVTDDDVE 

FGF- SKN FGAKYELGKEVGRGH FG — HTCSAVVKKGEYKGQTVAVKIIAKAKMTTAIS IE 
FGF-AKQFSAHYELSDEXGRGHFG— YTCSAKGKKGAFKGLNVAVKVIPKAKMTTAIAIE 

LRRKTENLKDKYSLGRRLGQGQFGTTHLCVERAT GKELACKSILKRKLGSDDDVE 

FGF-AKNFGAKYDLGKEVGRGHFG--HTCSAVVKKGEHKGHTVAVKIISKAKMTTAISIE 
FGF-SKQFASHYEIDGEVGRGHFG — YTCSAKGKKGSLKGQEVAVKVIPKSKMTTAIAIE 

241 300 

DVRREIQIMHH LAG H PN V I S I RGAY E DAVA V 

DVRREVKILRALSGHNNLVKFYDACEDGLNVYIVMELCEGGELLDRILARGGRYTEEDAK 

DVRREVKILRALTGHKNLVQFYEAYEDD 

ELLDKILARGGKYSEEDAK 

DVRREIQIMHHLAGHPSVVGIRGAYEDAVAVHLVMELCGGGELFDRIVRRG-HYTERKAA 
DVRREVKILKALSGHDNLVRFYDACEDALNVYIVMELCEGGELLDRILARGGRYTEEDAK 
DVSREVKMLRALTGHKNLVQFYDAFEDDENVYIVMELCKGGELLDKILQRGGKYSEDDAK 



301 



360 



AIVVQILSVVAFCHLQGVVHRDLKPENFLFTTRDENAPMKLIDFGLSDFIRPDERLNDIV 

VVMLQILSVVSFCHLQGVVHRDLKPENFLFSSKEENSPLKVIDFGLSDFVKPDERLNDIV 
ELARVIVGVVEACHSMGVMHRDLKPENFLFADHSEEAALKTIDFGLS IFFRPGQIFTDVV 
AIIVQILSVVAFCHLQGVVHRDLKPENFLFTTRDESAPMKLIDFGLSDFIRPDERLNDIV 
KVMVQILSVVAYCHLQGVVHRDLKPENFLFSTKDETSPLKAIDFGLSDYVKPDERLNDIV 
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Figure 1 (cont'd.) 

361 420 
SEQ ID NO:2 

SEQ ID NO: 4 GSAYYVAPEVLHRSYSMEADIWSIGVITYILLCGSRPFWARTESGIFRSVLRADPNFDDS 

SEQ ID NO: 6 

SEQ ID NO: 8 GSAYYVAXEVLHRSYGTEGDMXSIGVIAYILL 

SEQ ID NO: 17 GS PYYVAPE VLKKRYGPEADVWS AGVI I YI LLCGVP PFWAENEQG I FEEVLHGRLD FES E 

SEQ ID NO: 18 GSAYYVAPEVLHRSYSMEADIWSIGVITYILLCGSRPFWARTESGIFRSVLRADPNFDDS 

SEQ ID NO: 19 GSAYYVAPEVLHRTYGTEADMWSIGVIAYILLCGSRPFWARTESGIFRAVLKAEPNFEEA 

421 480 

SEQ ID NO: 2 

SEQ ID NO: 4 PWPTVSAEAKDFVKRFLNKDYRKRMTAVQALTHPWLR-DEQR-QI PLDILI FRLIKQYLR 

SEQ ID NO: 6 

SEQ ID NO: 8 

SEQ ID NO: 17 PWPSISDGAKDLVRRMLVRDPRKRLTAHEVLRHPWVQVGGVAPDRPLDSAVLSRMKQFSA 

SEQ ID NO: 18 PWPSVSAEAKDFVKRFLNKDYRKRMTAVQALTHPWLR-DEQR-QIPLDILIFRLVKQYLR 

SEQ ID NO: 19 PWPSLSPEAVDFVKRLLNKDYRKRLTAAQALCHPWLV-GSHELKIPSDMII YKLVKVYIM 

481 540 

SEQ ID NO: 2 

SEQ ID NO: 4 ATPLKRLALKALSR7ALREDELLYLKLQFKLLEP-RDGFVSLDNFRTALTRYLTDAMKESR 

SEQ ID NO: 6 

SEQ ID NO: 8 

SEQ ID NO: 17 MNKLKKMALRVIAENLSEDEIAGLREMFKMIDADNSGQITFEELKVGLEKVGAN-LQESE 

SEQ ID NO: 18 ATPLKRLALKALSKALSEDELLYLRLQFKLLEP-RDGFVSLDNFRTALTRYSTDAMRESR 

SEQ ID NO: 19 STSLRKSALAALAKTLTVPQLAYLREQFTLLGPSKNGYISMQNYKTAILKSSTDAMKDSR 

541 600 

SEQ ID NO: 2 

SEQ ID NO: 4 VLEFLHALEPLAYRRMDFEEFCAAAISPYQLEALERWEEIAGTAFQQFEQEGNRVISVEE 

SEQ ID NO: 6 

SEQ ID NO: 8 

SEQ ID NO: 17 I YALMQAADVDNNGTIDYGEFIAATL HLNKVER-EDHLFAAFQYFDKDGSGYITADE 

SEQ ID NO: 18 VLEFQHALEPLAYRKMDFEEFCAAAISPYQLEALERWEEIAGTAFQHFEQEGNRVISVEE 

SEQ ID NO: 19 VFDFVHMISCLQYKKLDFEEFCASALSVYQLEAMETWEQHARRAYELFEKDGNRPIMIEE 

601 660 

SEQ ID NO: 2 

SEQ ID NO: 4 LA QELNLAPTH — YS IVQDWIRKSDGKLNFLGFTKFLHGVTIRGSNTRR 

SEQ ID NO: 6 

SEQ ID NO: 8 

SEQ ID NO: 17 LQVACEEFGLGDVQ-LEDLIGEVDQDNDGRI DYNEFVAMMQKPTVGGSRRRPICRTASAS 

SEQ ID NO: 18 LA QELNLAPTH — YSIVQDWIRKSDGKLNFLGFTKFLHGVTIRGSNTRR 

SEQ ID NO: 19 LA SELGLGPSVPVHVVLQDWIRHSDGKLSFLGFVRLLHGVSSR — TLQK 



661 690 

SEQ ID NO: 2 

SEQ ID NO: 4 H 

SEQ ID NO: 6 D 

SEQ ID NO: 8 

SEQ ID NO: 17 GSASGSGRRSGWPRPLCLWLPCCLRVGVDD 

SEQ ID NO: 18 H 

SEQ ID NO: 19 A 
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Figure 2 



1 60 

SEQ ID NO: 10 M ASVGVARSSLGFQN — GTSSSSDPDRLPNELGSMSIRDDKDVE 

SEQ ID NO: 12 M GSVXVAPSGLNNSSXTSMGA EKLPDQMHDLKIRDDKEXE 

SEQ ID NO: 14 MVFEQQQLKEKRDSAKMTSVGVAPTS-GLREASGHGAAGVDR-LPEEMNDMKIRDDREME 

SEQ ID NO: 16 M E HPAPAPEPMLLDEQPPTAVACE KKQQDGE 

SEQ ID NO: 21 M ASVGIAPNP-GARD STGVDK-LPEEMNDMKIRDDKEME 

SEQ ID NO: 22 M MASGGVAPAS-GFIDK-NASSVGVEK-LPEEMNDMKIRDDKEME 

SEQ ID NO: 23 M ASVGVAPTS-GFREVLGDGEIGVDDILPEEMSDMKIRDDREME 

SEQ ID NO: 24 M ASLPLGPQPHALAPPLQLHDGDALKRRPE LDSDKEMS 

61 120 

SEQ ID NO: 10 D-IVVNGNGAEPGHII VTSIDGRNGQAKQTISYMAERVVGHGSFGTVFQAKCLETGETVA 

SEQ ID NO: 12 XXTIINXXGTEXGHIIVTTTGGXNGXPKXTVSYMAXRIVGQGSFGIVFQAKFWRQGETVA 

SEQ ID NO: 14 A-TVVDGNGTETGHIIVTTIGGRNGQPKQTISYMAERVVGHGSFGVVFQAKCLETGETVA 

SEQ ID NO: 16 AP-YAEGNDAMTGHI ISTTIGGKNGEPKQTISYMAERVVGTGSFGIVFQAKCLETGEMVG 

SEQ ID NO: 21 A-TWDGNGTETGHI IVTTIGGRNGQPKQTISYMAERVVGHGSFGVVFQAKCLETGETVA 

SEQ ID NO: 22 AATIVDGNGTETGHIIVTTIGGKNGQPKQTISYMAERVVGHGSFGVVFQAKCLETGETVA 

SEQ ID NO: 23 A-TVVDGNGTETGHI IVTTIGGRNGQPKQTIS YMAERVVGHGSFGVVFQAKCLETGETVA 

SEQ ID NO: 24 AA-VIEGNDAVTGHI ISTTIGGKNGEPKQTISYMAERVVGTGSFGIVFQAKCLETGESVA 

121 180 

SEQ ID NO: 10 IKKVLQDKRYKNRELQTMRVLDHPNVVALKHCFFSKTEKEELYLNLVLEYVPETAHRVIK 

SEQ ID NO: 12 IKXVL 

SEQ ID NO: 14 IKKVLQDKRYKNRELQTMRLLDHPNVVALKHCFFSTTEKDELYLNLVLEYVPETVNRVIK 

SEQ ID NO: 16 IKKVLQDRRYKNRELQLMRSMIHSNVVSLKHCFFSTTSRDELFLNLVMEYVPETLYRVLK 

SEQ ID NO: 21 IKKVLQDRRYKNRELQTMRLLDHPNVVSLKHCFFSTTEKDELYLNLVLEYVPETVHRVIK 

SEQ ID NO: 22 IKKVLQDKRYKNRELQTMRLLDHPNVVSLKHCFFSTTEKDELYLNLVLEYVPETVSRVIR 

SEQ ID NO: 23 IKKVLQDKRYKNRELQTMRLLDHPNVVSLKHCFFSTTEKDELYLNLVLEYVPETVHRVIK 

SEQ ID NO: 24 IKKVLQDRRYKNRELQLMRPMDHPNVISLKHCFFSTTSRDELFLNLVMEYVPETLYRVLR 

181 240 

SEQ ID NO: 10 HYNKMNQRMPLIYAKLYMYQICRALAYIHNSIGVCHRDIKPQNLLVNPHTHQLKLCDFGS 

SEQ ID NO: 12 

SEQ ID NO: 14 HYNKFNQRMPLI YVKLYTYQIFRALSYIHRCIGVCHRDIKPQNLLVNPHTHQVKLCDFGS 

SEQ ID NO: 16 HYSNANQGMPLI YVKLYMYQLFRGLAYVHTVPGVCHRDVKPQNVLVDPLTHQVKICDFGS 

SEQ ID NO: 21 HYNKLNQRMPLIYVKLYTYQIFRALSYIHRCIGVCHRDIKPQNLLVNPHTHQVKLCDFGS 

SEQ ID NO: 22 HYNKMNQRMPMIYVKLYSYQICRALAYIHNSIGVCHRDIKPQNLLVNPHTHQLKICDFGS 

SEQ ID NO: 23 HYSKLNQRMPMI YVKLYTYQIFRALS YIHRCIGVCHRDIKPQNLLVNPHTHQVKLCDFGS 

SEQ ID NO: 24 HYTSSNQRMPIFYVKLYTYQIFRGLAYIHTVPGVCHRDVKPQNLLVDPLTHQVKLCDFGS 

241 300 

SEQ ID NO: 10 AKVLVKGEPNISYICSRYYRAPELIFGATEYTTAIDVGSAGCVLAELLLGQPLFPGESGV 

SEQ ID NO: 12 

SEQ ID NO: 14 AKVLVKGEPNISYICSRYYRAPELIFGATEYTTAIDVWSVGCVLAELLLGQPLFPGESGV 

SEQ ID NO: 16 AKVLVPGEPNIAYICSRYYRAPELIFGATEYTTSIDIWSAGCVLAELLLGQPLFPGETAV 

SEQ ID NO: 21 AKVLVKGEPNISYICSRYYRAPELIFGATEYTTAIDVWSAGCVLAELLLGQPLFPGESGV 

SEQ ID NO: 22 AKVLVKGEPNI SYICSRYYRAPELI FGATEYTTAI DIWSAGCVLGELLLGQPLFPGESGV 

SEQ ID NO: 23 AKVLVKGEPNI SYICSRYYRAPELI FGATEYTTAI DVWSVGCVLAELLLGQPLFPGERGV 

SEQ ID NO: 24 AKVLVKGEPNI SYICSRYYRAPELI FGATEYTAS I DIWSAGCVLAELLLGQPLFPGENSV 
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Figure 2 (cont'd.) 



SEQ ID NO: 10 
SEQ ID NO: 12 
SEQ ID NO: 14 
SEQ ID NO: 16 
SEQ ID NO: 21 
SEQ ID NO: 22 
SEQ ID NO:23 
SEQ ID NO: 24 



SEQ ID NO: 10 
SEQ ID NO: 12 
SEQ ID NO: 14 
SEQ ID NO: 16 
SEQ ID NO:21 
SEQ ID NO:22 
SEQ ID NO: 23 
SEQ ID NO: 24 



SEQ ID NO: 10 
SEQ ID NO: 12 
SEQ ID NO: 14 
SEQ ID NO: 16 
SEQ ID NO: 21 
SEQ ID NO: 22 
SEQ ID NO: 23 
SEQ ID NO:24 



301 360 
DQLVEIIKVLGTPTREEIKCMNPNYTEFKFPQIKAHPWHKIFHKRMPAEAVDLVSRLLQY 



DQLVEIIKVLGTPTREEIKCMNPNYTEFKFPQIKAHPWHKIFHKRMPPEAVDLVSRLLQY 
DQLVEI I KVLGT PTREEI RCMNPN YTE FRFPQ IKAH PWHKI FHKRMPAEAI DLAS RLLQY 
DQLVHIIKVLGTPTREEIKCMNPNYTEFKFPQIKAHPWHKIFHKRMPPEAVDLVSRLLQY 
DQLVEI I KVLGT PTREEI KCMNPNYTEFKFPQIKAHPWHKI FHKRMPPEAVDLVS RLLQY 
DQLVEI IKVLGTPTREEIKCMNPNYTEFKFPQIKAHPWHKIFHKRMPAEAVDLVSRLLQY 
DQLVEI IKVLGTPTREE I RCMNPNYTDFRFPQIKAHPWHKVFHKRMPPEAI DLAS RLLQY 

361 420 
SPKLRSTALEALVHPF-FDELRDPNTRLPNGRFLPPLFNFKPHELKNVPADFMVKLVPEH 



SPNLRCTVLDALDAPFPLDEFRDPNPRLPNGPIXPTTINSNP 

SPNLRCTALDACAHSF-FDELREPNARLPNGRPFPPLFNFKP-ELANASPELINRLVPEH 
SPNLRSAALDTLVHPF-FDELRDPNARLPNGRFLPPAFHFKPHELKGVPLEMVAKLVPEH 
SPNLRSTALEALVHPF- YDDVRDPNTRLPNGRFLPPLFNFKVNELKGVPAEMLVKLVPPH 
SPNLRCQALDCLTHPF-FDELRDPNARLPTGRFLPPLFNFKPHELKGVPVETLMKLVPEH 
SPSLRCTALEACAHPF- FNELREPNARLPNGRPLPPLFNFKQ-ELGGASMELINRLIPEH 

421 434 
ARKQCAF VGW- 



VRRQNG PN FAH AG S 

ARKQCPW LGL- 

ARKQCAL FGSS 

ARKQCPF LGL- 

VRRQMSTGLQN — S 
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